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® Extremely bright & photostable ______ Silicon rhodamine binding
RNA aptamer ®
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= STED compatible

®  No-wash

®  Fluorogenic

RNA of interest

SiRA: A Silicon Rhodamine-Binding Aptamer
for Live-Cell Super-Resolution RNA Imaging
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Visualizing RNA dynamics in live cells with bright and stable fluorescent RNAs

Andres Jaschke and G. Ulrich Nienhaus , J. Am. Chem. Soc. 2019, 141, 7562; Nature Biotechnology, 2019, 37, 1287
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RhoBAST (Rhodamine Binding Aptamer for
Super-resolution Imaging Techniques).
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. Tornado (Twister-optimized RNA for durable overexpression)
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Thanks for your attention!



