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> Introduction

An overview of current COVID-19 diagnostic platfiorms
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» SARS-COV-2 Mpro
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>>» SARS-COV-2 Mpro

Coronavirus polyprotein processing and non-structural proteins
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» Probe L.
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2 Probe design strategy
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> Probe design strategy
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'3 Probe design strategy
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> Synthetic Procedures
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22 In vitro characterization of SARS-CyCD
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» The pharmacokinetics of SARS-CyCD ‘"8,
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) In VIVO detectlon of SARS COV-2 \3\
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>» Summary
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