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About the DEL(DNA-encoded chemical librarie)
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Method to label proteins with DELs

Crosslinking of DNA-linked ligands to target proteins for enrichment from DNA-encoded libraries

/\ANA Ligand 1. Denature protein
Binding X-Imkmg with SDS
o Y\AM A

b 2. Protein Capture

& A\A\ /WA o W 3. Stringent washes Enriched Ligand
el .T\her oy c odl :m A}m .. Readn(l)eNimup ~
el ncodin ss
UQ.;M sSDNA <SsDNA9
Reactive Crosslinking
to Target Proteins
1 X~ _Group (RG) Panel rg
\)

o]

|
o RPN
o His, Glu, Tyr a W @ A £
e e

2 N\OJJ\/,( 4 . Delivery of DELs
3 . NS Insert in C—H or N-H into live cells
s ys Q on the protein

3 \@\f 5 *
4 ; ?=(N\)]\N

Ser, Tyr, Lys

Selection of DNA-Encoded Libraries to Protein Targets
within and on Living Cells
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Method to label proteins with DELs

Decoding a PNA Encoded Peptide Library by PCR: The

iterated selections
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Method to label membrane proteins with a DNA tag

binding probe (BP)
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The proposed cell-based selection method

1.target specificity
2.Avidity effect (high effective
target concentration)
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Membrane proteins on live cells can be specifically labelled with DNA tags using DPAL 10
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Membrane proteins on live cells can be specifically labelled with DNA tags using DPAL H
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BP removal using toehold displacement after the labelling of FR
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Cell-based labelling of EGFR with antibody-guided probes(~56% efficiency)
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Selection of DELs against membrane proteins on live cells
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DEL selection against DNA-tagged FR on Hela cells
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Selection of a 30.42-million DEL against FR on live cells
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Selection of a 30.42-million DEL against FR on live cells
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Selection of a 30.42-million DEL against DNA-tagged EGFR on live cells
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Thanks for your attention!



