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RNA G4s
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DNA G4s
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The fluorescent G4 probe SiR-PyPDS
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Fig. Effect of compound on HT1080GFP-POT1 cells: (a) Untreated control, fluorescent GFP-
POT1 (green); (b) after treatment with 1 (1 uM) for 72 h; (c) yYH2AX foci in cells treated with 1
(3 uM) for 24 h (red); (d)colocalization of yH2AX foci (red) and GFP-POT1 (green) at
telomeres (marked with arrowheads). DAPI DNA staining (blue) throughout
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In vitro single-molecule fluorescence imaging of G4s
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In vitro single-molecule fluorescence imaging of G4s

Intensity (A.U.)

-
(=]
=]
o

(5]
=]
o

0+
500

550 600 650

Wavelength (nm)

700

Intensity (A.U.)

Frame number

(2]
>0
g

Fold induction
(3]

Intensity (A.U.)
i
y/

iy

A
o 1 2 3 4 .5
Time (s)

e e rrrr P r PPy
A I N s I 0 0 O O

)

\+Ligand

Mo induction
of G4s at low
[hgand]

-=8== MYC
KIT1
~=g== h-TELO

5’ --~GGGTTA
3/ ===CCCAAT

[PDS] (uM)

T‘PP!

| “"i,t
yr' TRF2 AGGG TTRGGGTTRGGGTTAGGG———l
ccm\

Rap1



Single-molecule fluorescence imaging of G4s in living cells using the fluorescent probe
SiR-PyPDS (1)
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G4s in living cells undergo dynamic folding and unfolding
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G4s in living cells undergo dynamic folding and unfolding
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The observation of G4s in live cells is altered by cell-cycle phase and transcription
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Thanks for your attention!



